Mendelian randomization integrating GWAS and eQTL data reveals genetic determinants of complex and clinical traits by unknown
                          eQTLGen Consortium, & BIOS Consortium (2019). Mendelian
randomization integrating GWAS and eQTL data reveals genetic
determinants of complex and clinical traits. Nature Communications, 10(1),
[3300]. https://doi.org/10.1038/s41467-019-10936-0
Publisher's PDF, also known as Version of record
License (if available):
CC BY
Link to published version (if available):
10.1038/s41467-019-10936-0
Link to publication record in Explore Bristol Research
PDF-document
This is the final published version of the article (version of record). It first appeared online via Springer Nature at
https://doi.org/10.1038/s41467-019-10936-0 . Please refer to any applicable terms of use of the publisher.
University of Bristol - Explore Bristol Research
General rights
This document is made available in accordance with publisher policies. Please cite only the published
version using the reference above. Full terms of use are available:
http://www.bristol.ac.uk/pure/about/ebr-terms
Supplementary Data 4. List of significant results for LDL in 48 GTEx tissues
Tissue GENE Beta SE P_MRN SNPs in the modelN gen s in the model
Adipose_SubcutaneousAGAP7 -0.019 0.004 2.46E-07 3 1
Adipose_SubcutaneousAKR7A3 -0.021 0.004 3.85E-07 2 1
Adipose_SubcutaneousAPOB -0.141 0.016 5.02E-18 2 1
Adipose_SubcutaneousCTB.171A8.1 -0.033 0.004 2.43E-18 5 1
Adipose_SubcutaneousD2HGDH 0.036 0.007 2.33E-07 3 1
Adipose_SubcutaneousDNA2 -0.018 0.003 7.95E-08 2 1
Adipose_SubcutaneousDYNC2LI1 -0.043 0.009 1.09E-06 2 1
Adipose_SubcutaneousHAVCR1 -0.022 0.004 2.23E-08 3 1
Adipose_SubcutaneousKLKB1 0.024 0.004 5.41E-09 4 1
Adipose_SubcutaneousMYL6B -0.052 0.010 2.70E-07 2 1
Adipose_SubcutaneousOR2A1.AS1 0.024 0.005 1.49E-06 3 1
Adipose_SubcutaneousPLEC 0.057 0.012 1.44E-06 1 1
Adipose_SubcutaneousRP11.109L13.1 -0.011 0.002 9.02E-07 4 1
Adipose_SubcutaneousRP3.465N24.5 0.034 0.007 3.80E-07 1 1
Adipose_SubcutaneousRP4.564F22.5 -0.029 0.004 1.81E-11 4 1
Adipose_SubcutaneousRPS20 -0.141 0.023 1.74E-09 2 1
Adipose_SubcutaneousSLC22A1 -0.033 0.007 9.31E-07 2 1
Adipose_SubcutaneousZNF100 -0.013 0.003 1.96E-07 5 1
Adipose_VisceralANKDD1B 0.037 0.007 8.27E-08 1 1
Adipose_VisceralCES1P1 0.017 0.003 7.82E-08 4 1
Adipose_VisceralCLN5 0.030 0.006 5.60E-07 3 1
Adipose_VisceralCTB.171A8.1 -0.027 0.005 3.33E-09 3 1
Adipose_VisceralENGASE 0.028 0.005 1.26E-09 3 1
Adipose_VisceralIGHV4.39 0.057 0.010 2.71E-09 2 1
Adipose_VisceralOR2W3 0.071 0.013 5.69E-08 2 1
Adipose_VisceralPCSK9 -0.027 0.004 6.93E-12 3 1
Adipose_VisceralRHD 0.029 0.006 1.35E-07 2 1
Adipose_VisceralRP3.465N24.5 0.040 0.009 2.82E-06 1 1
Adipose_VisceralTAS2R64P 0.019 0.004 2.17E-06 3 1
Adipose_VisceralTPM3P9 0.026 0.005 9.05E-08 3 1
Adipose_VisceralZNF600 0.026 0.004 3.68E-13 3 1
Adrenal_GlandCES1P1 0.022 0.004 5.05E-08 2 1
Adrenal_GlandFAM182B -0.033 0.005 4.55E-11 2 1
Adrenal_GlandGDF7 -0.031 0.004 8.98E-14 1 1
Adrenal_GlandPKD1L3 0.021 0.004 1.48E-08 2 1
Adrenal_GlandPLEC 0.042 0.008 5.92E-07 1 1
Adrenal_GlandRASSF5 -0.045 0.007 6.78E-11 2 1
Adrenal_GlandRHD 0.024 0.005 3.55E-07 2 1
Adrenal_GlandRP11.250B2.3 -0.014 0.003 2.05E-06 2 1
Adrenal_GlandRP3.465N24.5 0.026 0.005 6.82E-07 1 1
Adrenal_GlandSDHDP6 0.025 0.005 1.48E-07 1 1
Adrenal_GlandSLC27A2 0.046 0.010 2.69E-06 2 1
Adrenal_GlandSYPL2 -0.052 0.008 2.12E-10 1 1
Adrenal_GlandTPM3P9 0.042 0.009 8.62E-07 2 1
Adrenal_GlandTPT1.AS1 -0.019 0.003 2.84E-10 3 1
Adrenal_GlandTTC18 -0.019 0.004 4.75E-07 2 1
Artery_Aorta ABO -0.064 0.013 1.10E-06 1 1
Artery_Aorta ANKDD1B -0.058 0.012 9.49E-07 1 1
Artery_Aorta ATP13A1 0.049 0.010 3.67E-07 1 1
Artery_Aorta C11orf52 0.033 0.005 2.16E-11 2 1
Artery_Aorta CALML6 -0.038 0.008 5.74E-07 2 1
Artery_Aorta CCDC3 0.040 0.008 7.50E-07 2 1
Artery_Aorta CTB.171A8.1 -0.050 0.007 2.81E-14 3 1
Artery_Aorta GSTM4 0.017 0.003 1.83E-07 3 1
Artery_Aorta PRKXP1 -0.039 0.006 1.78E-11 2 1
Artery_Aorta PSRC1 0.062 0.009 3.37E-11 3 1
Artery_Aorta RHD 0.027 0.005 2.34E-07 1 1
Artery_Aorta RP11.168G16.2 0.027 0.004 6.15E-10 2 1
Artery_Aorta RP11.526I2.5 -0.031 0.005 2.66E-09 2 1
Artery_Aorta RP11.54O7.17 -0.035 0.007 2.14E-06 2 1
Artery_Aorta RP3.465N24.5 0.032 0.007 8.10E-07 1 1
Artery_Aorta RP4.564F22.5 -0.044 0.005 4.92E-16 2 1
Artery_Aorta SCIN 0.023 0.005 2.52E-06 3 1
Artery_Aorta SDHDP6 0.031 0.006 9.64E-07 1 1
Artery_Aorta SYPL2 -0.016 0.003 9.93E-09 2 1
Artery_Aorta TBKBP1 0.024 0.005 5.08E-07 3 1
Artery_Aorta ZNF600 0.025 0.005 5.82E-07 2 1
Artery_CoronaryPRKXP1 -0.036 0.005 6.15E-11 2 1
Artery_CoronaryRP11.526I2.5 -0.025 0.005 5.17E-07 2 1
Artery_CoronarySYPL2 -0.020 0.003 3.81E-11 1 1
Artery_CoronaryTPM3P9 0.040 0.007 1.00E-08 2 1
Artery_Tibial ADCK1 -0.078 0.012 2.63E-10 2 1
Artery_Tibial C11orf52 0.045 0.007 2.51E-11 2 1
Artery_Tibial CEACAM19 -0.048 0.006 1.29E-13 2 1
Artery_Tibial EEPD1 -0.026 0.004 6.01E-09 3 1
Artery_Tibial ENGASE -0.026 0.005 2.02E-07 3 1
Artery_Tibial GEMIN7 -0.048 0.008 1.45E-08 3 1
Artery_Tibial GTF2IRD2 0.038 0.007 9.17E-08 3 1
Artery_Tibial LINC00702 0.021 0.004 1.67E-06 4 1
Artery_Tibial LPIN3 -0.031 0.006 9.66E-07 2 1
Artery_Tibial NTPCR 0.045 0.008 2.45E-08 2 1
Artery_Tibial OCLN -0.034 0.003 2.62E-26 2 1
Artery_Tibial OSBPL3 -0.047 0.008 6.14E-09 2 1
Artery_Tibial PCDHGB6 0.055 0.010 1.03E-07 3 1
Artery_Tibial PTPRCAP -0.038 0.004 9.28E-21 5 1
Artery_Tibial PVR -0.073 0.013 5.37E-09 1 1
Artery_Tibial RP11.529H20.6 -0.039 0.005 1.62E-17 3 1
Artery_Tibial RP3.465N24.5 0.036 0.007 4.95E-07 1 1
Artery_Tibial RP4.564F22.5 -0.033 0.004 1.50E-16 3 1
Artery_Tibial SYPL2 -0.014 0.002 4.14E-09 2 1
Artery_Tibial TPT1.AS1 -0.030 0.006 1.48E-06 2 1
Brain_AmygdalaHPR -0.028 0.004 5.83E-13 1 1
Brain_Anterior_cingulate_cortexC1orf194 -0.034 0.006 6.62E-09 1 1
Brain_Anterior_cingulate_cortexPOLD2 0.036 0.005 6.59E-15 2 1
Brain_Anterior_cingulate_cortexTXNL4B -0.045 0.008 6.84E-09 1 1
Brain_CaudateHP -0.047 0.007 5.09E-10 1 1
Brain_CaudateHPR -0.028 0.003 1.40E-16 2 1
Brain_CaudateIFI27L1 -0.027 0.004 7.24E-11 2 1
Brain_CaudateLRRC39 -0.041 0.005 1.85E-16 2 1
Brain_CaudateRHCE -0.023 0.004 4.79E-07 1 1
Brain_CaudateRHD 0.020 0.004 2.03E-07 1 1
Brain_CaudateRIPK3 -0.041 0.007 2.49E-09 2 1
Brain_CaudateTPM3P9 0.027 0.005 3.22E-09 2 1
Brain_CaudateTXNL4B -0.052 0.009 7.28E-09 1 1
Brain_CerebellarAC093495.4 -0.048 0.009 3.10E-07 2 1
Brain_CerebellarANKDD1B 0.033 0.007 5.61E-07 1 1
Brain_CerebellarCD6 -0.016 0.003 8.22E-10 3 1
Brain_CerebellarCHGA -0.054 0.012 2.87E-06 2 1
Brain_CerebellarCTD.2235C13.3 0.035 0.007 1.75E-07 1 1
Brain_CerebellarFADS1 -0.037 0.006 1.16E-09 1 1
Brain_CerebellarFAM182B -0.018 0.003 2.95E-10 4 1
Brain_CerebellarMFF 0.042 0.005 4.01E-16 2 1
Brain_CerebellarPCSK9 -0.021 0.004 2.27E-06 1 1
Brain_CerebellarRP4.564F22.5 -0.030 0.004 9.07E-16 2 1
Brain_CerebellarSYPL2 0.034 0.007 1.45E-06 1 1
Brain_CerebellumANKDD1B 0.024 0.004 3.61E-08 1 1
Brain_CerebellumBCL2L13 0.039 0.006 1.70E-10 2 1
Brain_CerebellumCTC.344H19.4 -0.032 0.007 1.42E-06 2 1
Brain_CerebellumFADS1 -0.023 0.004 1.56E-10 2 1
Brain_CerebellumHPR -0.013 0.002 1.03E-07 3 1
Brain_CerebellumPCSK9 -0.020 0.004 1.12E-06 1 1
Brain_CerebellumRHCE -0.029 0.006 7.55E-07 1 1
Brain_CerebellumSYPL2 0.032 0.006 1.53E-07 1 1
Brain_CerebellumTPM3P9 0.032 0.006 3.13E-08 2 1
Brain_Cortex ANKDD1B 0.035 0.007 5.80E-07 1 1
Brain_Cortex CLN6 -0.027 0.005 4.42E-08 2 1
Brain_Cortex RHD 0.023 0.005 6.89E-07 1 1
Brain_Cortex RP11.3L8.3 -0.018 0.004 1.04E-06 2 1
Brain_Cortex TPM3P9 0.034 0.006 1.66E-08 2 1
Brain_Cortex TXNL4B -0.062 0.013 9.79E-07 1 1
Brain_Frontal_CortexHPR -0.024 0.004 8.10E-09 2 1
Brain_Frontal_CortexRHD 0.021 0.004 6.14E-07 1 1
Brain_Frontal_CortexRP11.109L13.1 -0.014 0.003 2.59E-06 2 1
Brain_Frontal_CortexRP11.420K14.3 -0.027 0.006 1.50E-06 2 1
Brain_Frontal_CortexTPM3P9 0.027 0.005 1.96E-07 2 1
Brain_HippocampusCTA.445C9.15 -0.022 0.004 2.61E-07 2 1
Brain_HippocampusHPR -0.025 0.005 2.16E-08 1 1
Brain_HippocampusRHCE -0.025 0.005 2.70E-06 1 1
Brain_HippocampusRHD 0.019 0.004 3.41E-07 1 1
Brain_HippocampusTHAP9.AS1 -0.036 0.004 8.23E-18 2 1
Brain_HippocampusTMEFF2 -0.029 0.004 5.09E-12 2 1
Brain_HypothalamusHPR -0.033 0.006 6.83E-09 1 1
Brain_NucleusHPR -0.020 0.003 3.26E-10 3 1
Brain_NucleusRHD 0.021 0.004 7.15E-07 1 1
Brain_NucleusRP4.564F22.5 -0.035 0.005 3.28E-12 2 1
Brain_PutamenHPR -0.034 0.005 5.05E-12 1 1
Brain_PutamenRHCE -0.021 0.004 7.30E-07 1 1
Brain_PutamenRHD 0.021 0.004 5.94E-07 1 1
Brain_PutamenTPM3P9 0.027 0.005 1.38E-07 2 1
Brain_Spinal HPR -0.017 0.003 4.03E-08 2 1
Brain_Spinal RHD 0.020 0.004 2.13E-06 1 1
Brain_Substantia_nigraAPOB 0.099 0.017 1.36E-08 1 1
Brain_Substantia_nigraHPR -0.030 0.004 8.12E-12 1 1
Breast ABO -0.050 0.009 1.05E-08 1 1
Breast CES1P1 0.024 0.004 1.92E-10 3 1
Breast CTB.171A8.1 -0.027 0.005 6.90E-09 3 1
Breast MYBPHL 0.056 0.012 2.02E-06 1 1
Breast NUDCD3 -0.027 0.005 8.68E-08 2 1
Breast PLEC 0.042 0.009 8.29E-07 1 1
Breast RHCE -0.037 0.008 1.12E-06 1 1
Breast RP11.526I2.5 -0.040 0.006 8.13E-13 2 1
Breast SDHDP6 0.034 0.007 4.39E-07 1 1
Breast TPM3P9 0.026 0.005 4.82E-07 3 1
Cells_EBV AMIGO1 0.048 0.009 2.43E-08 1 1
Cells_EBV MRPL45P2 -0.018 0.004 2.80E-06 1 1
Cells_EBV POC5 -0.016 0.003 1.64E-06 1 1
Cells_Transformed_fibroblastsC10or 25 -0.027 0.005 6.96E-07 2 1
Cells_Transformed_fibroblastsC16or 3 0.023 0.005 8.23E-07 4 1
Cells_Transformed_fibroblastsCES1 0.022 0.004 2.98E-07 4 1
Cells_Transformed_fibroblastsCETP -0.042 0.009 2.61E-06 1 1
Cells_Transformed_fibroblastsDNAH11 0.019 0.004 4.96E-07 4 1
Cells_Transformed_fibroblastsDOCK7 -0.074 0.015 4.43E-07 1 1
Cells_Transformed_fibroblastsFARP1 0.071 0.011 6.09E-10 2 1
Cells_Transformed_fibroblastsGEMIN7 -0.061 0.010 6.33E-10 2 1
Cells_Transformed_fibroblastsMCF2L2 0.055 0.011 1.16E-06 2 1
Cells_Transformed_fibroblastsMMP24.AS1 0.036 0.007 3.15E-07 2 1
Cells_Transformed_fibroblastsOR1J2 0.026 0.005 8.96E-07 3 1
Cells_Transformed_fibroblastsPLEC 0.033 0.006 7.58E-09 1 1
Cells_Transformed_fibroblastsPOMZP3 -0.020 0.004 7.61E-08 3 1
Cells_Transformed_fibroblastsRP11.685N10.1 -0.014 0.003 6.43E-07 4 1
Cells_Transformed_fibroblastsRP3.465N24.5 0.029 0.006 1.03E-06 2 1
Cells_Transformed_fibroblastsRP4.564F22.5 -0.036 0.005 4.41E-13 3 1
Cells_Transformed_fibroblastsTBKBP1 0.024 0.005 1.52E-06 3 1
Cells_Transformed_fibroblastsTPM3P9 0.025 0.005 1.45E-06 2 1
Cells_Transformed_fibroblastsZNF417 -0.032 0.007 6.79E-07 3 1
Cells_Transformed_fibroblastsZNF492 0.035 0.005 1.24E-13 2 1
Cells_Transformed_fibroblastsZNF736 0.035 0.006 1.05E-08 3 1
Colon_SigmoidAC091729.9 -0.020 0.004 2.03E-06 3 1
Colon_SigmoidAGAP4 -0.043 0.007 3.44E-09 2 1
Colon_SigmoidANKDD1B 0.072 0.015 2.46E-06 1 1
Colon_SigmoidFADS1 -0.053 0.011 2.83E-06 1 1
Colon_SigmoidGEMIN7 -0.057 0.011 5.06E-07 1 1
Colon_SigmoidMAU2 0.056 0.011 5.23E-07 2 1
Colon_SigmoidRP11.20I23.13 0.018 0.004 2.83E-06 2 1
Colon_SigmoidRP11.526I2.5 -0.037 0.005 6.32E-12 2 1
Colon_SigmoidS100A13 0.048 0.007 5.17E-12 2 1
Colon_SigmoidSDHDP6 0.028 0.006 7.98E-07 1 1
Colon_SigmoidSYPL2 -0.020 0.004 4.13E-07 2 1
Colon_TransverseABCG8 0.110 0.020 7.30E-08 1 1
Colon_TransverseCALML6 -0.040 0.008 1.14E-06 2 1
Colon_TransverseCES1P1 0.021 0.004 3.44E-09 3 1
Colon_TransverseCETP -0.047 0.010 2.83E-06 1 1
Colon_TransverseIGLVI.70 0.034 0.006 1.19E-07 2 1
Colon_TransverseRP11.250B2.3 -0.015 0.003 7.34E-08 3 1
Colon_TransverseRP11.526I2.5 -0.035 0.005 2.87E-11 2 1
Colon_TransverseRP3.465N24.5 0.033 0.007 1.43E-06 1 1
Colon_TransverseRP4.564F22.5 -0.032 0.004 1.51E-17 3 1
Colon_TransverseTPM3P9 0.033 0.006 2.63E-09 2 1
Esophagus_GastroesophagealAPOB 0.182 0.038 1.80E-06 1 1
Esophagus_GastroesophagealCES1P1 0.021 0.004 2.09E-09 2 1
Esophagus_GastroesophagealPRKXP1 -0.023 0.004 7.82E-10 3 1
Esophagus_GastroesophagealRP11.161M6.2 -0.050 0.010 4.58E-07 3 1
Esophagus_GastroesophagealRP11.20I23.13 0.018 0.004 2.66E-06 2 1
Esophagus_GastroesophagealRP11.230B22.1 0.033 0.007 1.12E-06 1 1
Esophagus_GastroesophagealRP3.465N24.5 0.034 0.007 2.76E-06 1 1
Esophagus_GastroesophagealRP4.564F22.5 -0.035 0.004 1.02E-17 2 1
Esophagus_GastroesophagealTAS2R64P 0.031 0.006 3.83E-07 2 1
Esophagus_GastroesophagealTPM3P9 0.033 0.006 7.05E-08 3 1
Esophagus_MucosaAC005537.2 -0.028 0.002 1.94E-29 4 1
Esophagus_MucosaALDH3B2 -0.013 0.003 7.88E-07 8 1
Esophagus_MucosaAMIGO1 0.031 0.006 2.68E-08 2 1
Esophagus_MucosaATG12 0.049 0.007 1.49E-13 2 1
Esophagus_MucosaCEACAM19 0.076 0.011 6.23E-12 1 1
Esophagus_MucosaCELSR2 0.171 0.025 6.28E-12 2 1
Esophagus_MucosaCHKB -0.033 0.006 1.75E-07 2 1
Esophagus_MucosaDNAJC9 -0.047 0.009 5.69E-07 2 1
Esophagus_MucosaEPHX2 0.022 0.005 1.22E-06 3 1
Esophagus_MucosaFADS1 -0.062 0.010 2.15E-09 1 1
Esophagus_MucosaFUT2 0.016 0.004 2.80E-06 4 1
Esophagus_MucosaGEMIN7 -0.071 0.012 5.31E-09 2 1
Esophagus_MucosaHIVEP3 -0.053 0.011 6.27E-07 2 1
Esophagus_MucosaHSD3B7 -0.034 0.006 1.18E-09 2 1
Esophagus_MucosaKRT38 -0.018 0.002 7.96E-13 3 1
Esophagus_MucosaMRPL45P2 -0.017 0.004 8.14E-07 3 1
Esophagus_MucosaNUDT12 -0.042 0.006 9.43E-12 2 1
Esophagus_MucosaOR1H1P 0.050 0.009 1.11E-08 2 1
Esophagus_MucosaPABPC1L 0.021 0.004 2.03E-06 3 1
Esophagus_MucosaPIK3C3 0.050 0.009 2.21E-08 2 1
Esophagus_MucosaPSRC1 0.170 0.023 1.76E-13 2 1
Esophagus_MucosaRHD 0.027 0.005 1.78E-07 1 1
Esophagus_MucosaRNF122 0.048 0.008 7.58E-09 2 1
Esophagus_MucosaRP1.13P20.6 0.027 0.004 2.09E-11 2 1
Esophagus_MucosaRP3.465N24.5 0.030 0.006 1.96E-07 1 1
Esophagus_MucosaSDHDP6 0.036 0.007 1.15E-06 1 1
Esophagus_MucosaSHMT1 -0.079 0.017 2.82E-06 2 1
Esophagus_MucosaSLC6A17 0.106 0.022 1.31E-06 1 1
Esophagus_MucosaSMN2 0.043 0.006 4.57E-12 2 1
Esophagus_MucosaTMEM14C -0.114 0.011 1.38E-24 3 1
Esophagus_MucosaTPM3P9 0.016 0.003 2.81E-06 5 1
Esophagus_MucosaUGT1A6 -0.042 0.009 1.04E-06 2 1
Esophagus_MucosaZNF343 0.047 0.007 2.88E-10 2 1
Esophagus_MucosaZNF492 0.043 0.005 2.76E-21 3 1
Esophagus_MuscularisAC009495.3 0.028 0.004 1.22E-10 3 1
Esophagus_MuscularisATAD3C 0.061 0.013 2.50E-06 2 1
Esophagus_MuscularisC11orf52 0.029 0.004 1.95E-13 3 1
Esophagus_MuscularisCHKB -0.030 0.006 1.73E-06 2 1
Esophagus_MuscularisCTB.171A8.1 -0.021 0.003 7.81E-11 4 1
Esophagus_MuscularisDNAH10OS 0.017 0.004 2.18E-06 5 1
Esophagus_MuscularisFADS2 0.018 0.004 2.61E-06 1 1
Esophagus_MuscularisGEMIN7 -0.061 0.011 2.99E-08 1 1
Esophagus_MuscularisMAPRE2 -0.083 0.018 2.48E-06 2 1
Esophagus_MuscularisOR1H1P 0.023 0.004 9.81E-09 3 1
Esophagus_MuscularisPLEC 0.053 0.011 2.44E-06 1 1
Esophagus_MuscularisPRKXP1 -0.032 0.004 6.75E-13 3 1
Esophagus_MuscularisRP3.465N24.5 0.031 0.006 2.58E-07 1 1
Esophagus_MuscularisRP4.564F22.5 -0.029 0.004 1.79E-15 3 1
Esophagus_MuscularisSPPL3 0.022 0.004 3.03E-07 3 1
Esophagus_MuscularisSSPO -0.068 0.011 7.35E-10 4 1
Esophagus_MuscularisTPM3P9 0.021 0.004 8.03E-07 5 1
Esophagus_MuscularisTTC18 -0.024 0.005 1.95E-07 2 1
Heart_Atrial CARNS1 0.072 0.009 3.18E-15 2 1
Heart_Atrial HPR -0.061 0.010 3.74E-10 1 1
Heart_Atrial LNX1 -0.064 0.006 2.36E-31 2 1
Heart_Atrial LRRK1 -0.033 0.006 5.58E-09 4 1
Heart_Atrial OAF -0.052 0.009 1.85E-08 2 1
Heart_Atrial RHD 0.024 0.005 1.30E-07 1 1
Heart_Atrial RP11.15A1.3 -0.028 0.004 6.75E-16 2 1
Heart_Atrial RP11.526I2.5 -0.022 0.003 1.89E-10 3 1
Heart_Atrial RP3.465N24.5 0.028 0.006 3.24E-07 1 1
Heart_Atrial SDHDP6 0.030 0.006 1.39E-07 1 1
Heart_Atrial SYPL2 -0.017 0.003 4.36E-07 2 1
Heart_Atrial TPM3P9 0.027 0.005 5.37E-08 2 1
Heart_Atrial TTC18 -0.031 0.006 3.58E-07 2 1
Heart_Atrial ZNF600 0.033 0.005 2.92E-11 2 1
Heart_Left_VentricleCARNS1 0.050 0.007 1.19E-14 3 1
Heart_Left_VentricleCTB.171A8.1 -0.027 0.004 2.07E-09 3 1
Heart_Left_VentricleCTC.203F4.2 -0.013 0.003 1.27E-06 2 1
Heart_Left_VentricleDHODH -0.028 0.006 2.52E-06 2 1
Heart_Left_VentricleEXTL1 -0.055 0.011 5.62E-07 2 1
Heart_Left_VentricleGEMIN7 -0.061 0.012 4.77E-07 1 1
Heart_Left_VentricleRHD 0.027 0.005 2.39E-07 1 1
Heart_Left_VentricleRP11.422J8.1 0.018 0.004 1.16E-06 3 1
Heart_Left_VentricleRP11.526I2.5 -0.015 0.003 1.75E-06 3 1
Heart_Left_VentricleRP3.465N24.5 0.037 0.008 2.56E-06 1 1
Heart_Left_VentricleRP4.564F22.5 -0.048 0.006 2.04E-15 2 1
Heart_Left_VentricleSEC23B 0.090 0.014 5.67E-11 2 1
Heart_Left_VentricleSMN2 0.038 0.005 5.79E-12 3 1
Heart_Left_VentricleTHNSL1 0.099 0.015 2.23E-11 2 1
Heart_Left_VentricleTPM3P9 0.031 0.006 8.98E-07 3 1
Heart_Left_VentricleTTC18 -0.031 0.006 6.96E-07 2 1
Liver ATXN7L2 0.035 0.007 6.40E-07 1 1
Liver CELSR2 0.092 0.009 1.54E-26 1 1
Liver DNAH11 -0.021 0.004 2.33E-08 1 1
Liver FADS3 -0.060 0.012 4.79E-07 1 1
Liver PSRC1 0.075 0.006 5.39E-37 1 1
Liver RP11.526I2.5 -0.034 0.006 2.47E-08 2 1
Liver RP4.781K5.7 0.029 0.006 4.63E-07 1 1
Liver SORT1 0.067 0.005 7.03E-38 2 1
Liver ST3GAL4 -0.036 0.006 4.87E-09 1 1
Liver SYPL2 0.029 0.004 2.12E-12 2 1
Liver ZNF107 -0.021 0.004 1.30E-06 2 1
Lung ACOT2 -0.044 0.007 3.66E-11 3 1
Lung BCAM 0.175 0.035 4.13E-07 1 1
Lung BTRC -0.045 0.008 3.65E-08 2 1
Lung CHKB -0.031 0.006 3.01E-07 2 1
Lung COLQ -0.017 0.003 2.83E-09 3 1
Lung CTB.171A8.1 -0.023 0.004 2.52E-08 3 1
Lung DCSTAMP 0.022 0.004 2.00E-07 4 1
Lung DNAJC9 -0.031 0.006 3.25E-08 2 1
Lung ENGASE 0.030 0.004 1.79E-13 3 1
Lung GSTM4 0.016 0.003 4.73E-07 6 1
Lung LRRC37BP1 -0.026 0.004 2.53E-10 3 1
Lung MFN1 0.049 0.009 1.00E-08 3 1
Lung NUDT12 -0.076 0.015 3.72E-07 2 1
Lung PFKFB4 -0.061 0.013 2.37E-06 2 1
Lung PLEC 0.035 0.006 3.74E-09 2 1
Lung RP4.564F22.5 -0.039 0.005 5.01E-14 3 1
Lung RP4.781K5.6 0.036 0.007 6.75E-07 2 1
Lung RP4.781K5.7 0.043 0.009 5.28E-07 1 1
Lung SNORA71C -0.088 0.011 2.55E-16 2 1
Lung TAS2R20 0.058 0.011 1.83E-07 2 1
Lung TAS2R43 0.042 0.007 9.06E-09 2 1
Lung TMEM14C -0.257 0.036 1.96E-12 2 1
Lung TYMP -0.042 0.008 6.62E-07 2 1
Minor_Salivary_GlandPSRC1 0.125 0.023 8.68E-08 1 1
Muscle AGAP7 -0.019 0.004 1.09E-06 3 1
Muscle ALDH1B1 -0.047 0.008 2.85E-09 3 1
Muscle ARMC10 -0.067 0.007 4.94E-24 2 1
Muscle CARNS1 0.089 0.015 1.04E-08 3 1
Muscle CASP7 -0.012 0.003 9.23E-07 4 1
Muscle CELSR2 0.120 0.009 2.84E-41 4 1
Muscle CTB.171A8.1 -0.050 0.006 6.52E-16 4 1
Muscle CTC.203F4.2 -0.023 0.005 3.37E-07 2 1
Muscle CXCR4 -0.056 0.010 5.76E-09 2 1
Muscle DNAJC9 -0.027 0.005 4.84E-08 2 1
Muscle FADS1 -0.088 0.018 8.48E-07 1 1
Muscle GAS8 0.028 0.005 7.10E-09 5 1
Muscle GEMIN7 -0.052 0.010 3.15E-07 2 1
Muscle GSTP1 -0.078 0.009 2.58E-17 2 1
Muscle HSD3B7 -0.039 0.007 2.99E-09 2 1
Muscle KLC2 -0.068 0.014 1.06E-06 2 1
Muscle LINC00657 -0.063 0.010 2.70E-11 2 1
Muscle LRRC37BP1 -0.029 0.004 1.23E-14 2 1
Muscle LRRFIP2 0.042 0.007 3.13E-09 4 1
Muscle MRPL45P2 -0.034 0.007 1.93E-06 2 1
Muscle NT5DC1 -0.031 0.005 4.10E-09 5 1
Muscle NTN5 -0.031 0.006 1.32E-07 2 1
Muscle PSRC1 0.095 0.011 7.91E-19 3 1
Muscle RHCE -0.019 0.004 1.48E-06 3 1
Muscle RHD 0.029 0.006 2.35E-07 2 1
Muscle RP11.43F13.1 -0.026 0.003 1.59E-17 4 1
Muscle RP4.564F22.5 -0.030 0.004 6.93E-13 3 1
Muscle SEC23B 0.057 0.007 3.94E-16 2 1
Muscle SLC44A2 0.028 0.005 2.04E-09 2 1
Muscle SLC4A1AP 0.071 0.014 4.71E-07 2 1
Muscle SPARC -0.048 0.008 1.69E-08 3 1
Muscle ST3GAL4 -0.037 0.005 1.32E-16 2 1
Muscle TPM3P9 0.037 0.006 5.91E-11 4 1
Muscle ZNF586 0.052 0.011 2.98E-06 2 1
Nerve AMIGO1 0.035 0.005 7.82E-12 3 1
Nerve ANKDD1B 0.044 0.008 1.70E-07 2 1
Nerve APOB -0.148 0.023 1.42E-10 1 1
Nerve ATAD3C 0.046 0.007 2.61E-10 2 1
Nerve ATG12 0.059 0.009 1.26E-10 3 1
Nerve C6orf52 0.067 0.005 2.80E-47 2 1
Nerve CEACAM19 -0.044 0.008 3.66E-08 2 1
Nerve CLEC1A 0.017 0.003 2.59E-07 4 1
Nerve CST6 0.043 0.006 5.60E-12 2 1
Nerve CTB.171A8.1 -0.060 0.008 8.31E-14 2 1
Nerve CTC.297N7.8 0.038 0.006 1.15E-10 3 1
Nerve DNAJC9 -0.024 0.004 8.79E-08 2 1
Nerve FADS1 -0.074 0.014 1.46E-07 1 1
Nerve FGFR4 -0.031 0.005 2.68E-10 4 1
Nerve KMO -0.016 0.003 7.94E-07 2 1
Nerve LGALS4 0.035 0.005 1.90E-11 2 1
Nerve PCSK9 -0.042 0.009 1.90E-06 1 1
Nerve RHD 0.023 0.004 1.46E-07 2 1
Nerve RP4.564F22.5 -0.037 0.004 4.58E-20 2 1
Nerve SDHDP6 0.032 0.006 2.59E-07 1 1
Nerve SEC23B 0.067 0.009 1.01E-13 2 1
Nerve SPATC1 0.058 0.012 1.24E-06 1 1
Nerve TAS2R15 0.040 0.007 4.18E-08 2 1
Nerve TMEM99 -0.043 0.008 5.02E-07 2 1
Nerve TMEM9B.AS1 -0.012 0.002 9.49E-08 5 1
Nerve TPM3P9 0.023 0.003 6.72E-11 4 1
Ovary CES1P1 0.023 0.004 5.18E-08 2 1
Ovary SNORA71A -0.032 0.004 1.20E-15 2 1
Ovary SYPL2 -0.022 0.004 1.07E-08 1 1
Ovary TMEM176A -0.019 0.002 2.25E-19 2 1
Pancreas ACY3 -0.027 0.005 2.04E-08 5 1
Pancreas ANKDD1B -0.090 0.017 1.01E-07 1 1
Pancreas ATG12 0.046 0.007 4.60E-12 2 1
Pancreas ATXN7L2 0.043 0.007 4.44E-09 1 1
Pancreas C19orf52 -0.067 0.014 1.61E-06 1 1
Pancreas CKMT1A -0.017 0.003 4.69E-08 2 1
Pancreas CLU 0.022 0.004 4.91E-07 2 1
Pancreas CTB.171A8.1 -0.025 0.004 6.67E-09 3 1
Pancreas FADS1 -0.023 0.003 1.85E-11 2 1
Pancreas HSD3B7 -0.048 0.008 1.46E-09 2 1
Pancreas OTX1 -0.019 0.004 2.44E-07 2 1
Pancreas PABPC1L 0.022 0.005 2.78E-06 2 1
Pancreas PARP10 0.042 0.009 2.14E-06 1 1
Pancreas PLEC 0.042 0.009 1.71E-06 1 1
Pancreas POC5 -0.017 0.003 5.30E-07 1 1
Pancreas POLK -0.038 0.006 2.90E-09 2 1
Pancreas PRKXP1 -0.033 0.005 6.33E-12 2 1
Pancreas PSRC1 0.102 0.015 2.21E-12 2 1
Pancreas RP4.564F22.5 -0.035 0.005 2.15E-12 3 1
Pancreas ST3GAL4 -0.030 0.004 1.38E-15 2 1
Pancreas SYPL2 0.028 0.005 3.04E-07 3 1
Pancreas TPM3P9 0.035 0.006 3.52E-09 3 1
Pancreas TTC18 -0.011 0.002 2.34E-06 5 1
Pancreas VIPR2 0.024 0.005 6.67E-07 3 1
Pancreas ZNF600 0.024 0.004 4.46E-09 3 1
Pituitary ABO -0.053 0.011 1.45E-06 1 1
Pituitary LINC00610 0.020 0.002 3.65E-15 2 1
Pituitary PLEC 0.029 0.006 1.25E-06 1 1
Pituitary PSRC1 0.100 0.016 1.29E-09 2 1
Pituitary RDH5 0.019 0.004 6.27E-08 2 1
Pituitary RP11.420K14.3 -0.034 0.007 2.07E-06 2 1
Pituitary RP13.401N8.3 0.024 0.004 8.07E-09 3 1
Pituitary RP4.800G7.2 -0.021 0.004 1.73E-07 2 1
Prostate CES1P1 0.024 0.004 2.28E-08 2 1
Prostate RP4.564F22.5 -0.037 0.004 3.22E-18 2 1
Prostate WTAP 0.032 0.007 1.56E-06 2 1
Skin_Not_Sun_ExposedABHD3 -0.025 0.004 3.85E-09 4 1
Skin_Not_Sun_ExposedAC016629.3 0.024 0.005 1.44E-06 2 1
Skin_Not_Sun_ExposedANKDD1B 0.087 0.017 4.18E-07 1 1
Skin_Not_Sun_ExposedAP001816.1 0.061 0.008 1.67E-15 2 1
Skin_Not_Sun_ExposedAPOB 0.040 0.005 3.28E-15 1 1
Skin_Not_Sun_ExposedATP13A4 -0.081 0.016 4.60E-07 2 1
Skin_Not_Sun_ExposedBDH2 -0.016 0.003 4.07E-07 5 1
Skin_Not_Sun_ExposedC S1P1 0.022 0.003 6.76E-11 3 1
Skin_Not_Sun_ExposedCHKB -0.032 0.006 2.48E-07 3 1
Skin_Not_Sun_ExposedCTB.171A8.1 -0.028 0.004 4.31E-14 4 1
Skin_Not_Sun_ExposedCTD.2235C13.3 0.048 0.008 1.19E-08 1 1
Skin_Not_Sun_ExposedDPY19L1P1 -0.027 0.006 2.57E-06 3 1
Skin_Not_Sun_ExposedENGASE 0.033 0.005 8.11E-12 4 1
Skin_Not_Sun_ExposedFUT2 0.026 0.005 2.14E-08 2 1
Skin_Not_Sun_ExposedG MIN7 -0.038 0.006 1.06E-09 3 1
Skin_Not_Sun_ExposedOR1H1P 0.039 0.008 8.94E-07 3 1
Skin_Not_Sun_ExposedPSRC1 0.136 0.021 6.51E-11 3 1
Skin_Not_Sun_ExposedRHD 0.029 0.005 5.65E-08 1 1
Skin_Not_Sun_ExposedRP11.20I23.13 0.017 0.004 2.63E-06 2 1
Skin_Not_Sun_ExposedRP11.230B22.1 0.074 0.015 9.65E-07 1 1
Skin_Not_Sun_ExposedRP11.529H20.6 -0.043 0.005 1.93E-19 2 1
Skin_Not_Sun_ExposedRP3.465N24.5 0.029 0.006 4.86E-07 2 1
Skin_Not_Sun_ExposedRP4.564F22.5 -0.042 0.005 2.57E-15 2 1
Skin_Not_Sun_ExposedS C23B 0.087 0.017 3.14E-07 2 1
Skin_Not_Sun_ExposedS MA4B -0.049 0.010 2.80E-06 2 1
Skin_Not_Sun_ExposedSOBP -0.068 0.012 1.03E-08 2 1
Skin_Not_Sun_ExposedTAS2R6 0.037 0.006 9.48E-10 2 1
Skin_Not_Sun_ExposedTPM3P9 0.023 0.004 8.77E-10 3 1
Skin_Sun_ExposedAKR7A2 0.032 0.006 6.95E-07 2 1
Skin_Sun_ExposedAKR7A3 -0.021 0.004 3.16E-07 2 1
Skin_Sun_ExposedAP001816.1 0.033 0.007 4.92E-07 4 1
Skin_Sun_ExposedAPOB 0.036 0.004 7.82E-17 1 1
Skin_Sun_ExposedBCAM 0.085 0.009 8.89E-23 1 1
Skin_Sun_ExposedBUD31 -0.040 0.007 1.57E-08 2 1
Skin_Sun_ExposedCHKB -0.027 0.006 1.16E-06 4 1
Skin_Sun_ExposedCTB.171A8.1 -0.030 0.003 1.05E-18 6 1
Skin_Sun_ExposedDOC2GP -0.031 0.006 1.33E-07 3 1
Skin_Sun_ExposedHSD3B7 -0.046 0.009 1.36E-07 2 1
Skin_Sun_ExposedIVL 0.043 0.007 3.47E-10 3 1
Skin_Sun_ExposedJAKMIP3 0.051 0.010 3.21E-07 3 1
Skin_Sun_ExposedKLF12 -0.221 0.017 7.35E-40 2 1
Skin_Sun_ExposedLYN 0.087 0.009 5.40E-21 3 1
Skin_Sun_ExposedNUDT12 -0.041 0.009 2.36E-06 2 1
Skin_Sun_ExposedOPN4 -0.028 0.005 5.70E-09 2 1
Skin_Sun_ExposedPSRC1 0.063 0.011 8.38E-09 1 1
Skin_Sun_ExposedRP11.344N10.5 0.021 0.004 1.66E-07 2 1
Skin_Sun_ExposedRP11.410E4.1 -0.047 0.010 1.10E-06 2 1
Skin_Sun_ExposedRP11.598F7.4 0.025 0.005 2.57E-08 3 1
Skin_Sun_ExposedRP1.80N2.3 -0.079 0.010 7.25E-16 2 1
Skin_Sun_ExposedRP4.564F22.5 -0.030 0.003 5.50E-18 4 1
Skin_Sun_ExposedSEC23B 0.090 0.015 9.29E-10 2 1
Skin_Sun_ExposedSLC22A3 -0.019 0.003 1.62E-08 4 1
Skin_Sun_ExposedSLC41A3 0.036 0.007 1.76E-07 2 1
Skin_Sun_ExposedTAS2R5 0.038 0.007 8.99E-09 2 1
Skin_Sun_ExposedTBKBP1 0.028 0.006 1.95E-06 2 1
Skin_Sun_ExposedTMEM9B.AS1 -0.014 0.003 2.21E-07 4 1
Skin_Sun_ExposedTPM3P9 0.017 0.003 4.77E-07 4 1
Skin_Sun_ExposedZNF600 0.027 0.004 2.56E-11 4 1
Small_IntestineOR1H1P 0.026 0.004 3.52E-09 2 1
Small_IntestineRP4.564F22.5 -0.035 0.004 3.52E-19 2 1
Small_IntestineZNF600 0.029 0.006 3.95E-07 2 1
Spleen ABCA5 -0.025 0.005 4.42E-08 2 1
Spleen ABCG5 0.032 0.005 5.71E-12 2 1
Spleen MYBPHL 0.069 0.012 2.52E-09 1 1
Spleen NUDT12 -0.040 0.007 3.18E-09 2 1
Spleen PLEC 0.033 0.006 8.45E-08 1 1
Spleen POC5 -0.016 0.003 1.29E-06 1 1
Spleen RP3.465N24.5 0.027 0.006 2.09E-06 1 1
Spleen RP4.564F22.5 -0.035 0.004 1.39E-21 2 1
Spleen TPM3P9 0.028 0.005 6.83E-09 2 1
Stomach CEACAM19 -0.024 0.005 2.32E-07 2 1
Stomach CES1P1 0.030 0.005 1.27E-08 2 1
Stomach CTB.171A8.1 -0.034 0.006 2.21E-08 3 1
Stomach FADS1 -0.065 0.013 3.22E-07 1 1
Stomach OTX1 -0.027 0.005 3.34E-08 2 1
Stomach POC5 -0.027 0.006 2.85E-06 1 1
Stomach RP3.465N24.5 0.033 0.007 1.42E-06 1 1
Stomach RP4.564F22.5 -0.034 0.005 2.28E-13 2 1
Stomach SYPL2 0.044 0.008 1.01E-07 1 1
Stomach TRIM58 0.073 0.012 1.39E-09 2 1
Testis AC007204.2 0.020 0.003 1.00E-09 2 1
Testis AC067959.1 0.109 0.019 1.87E-08 1 1
Testis AC091729.9 -0.018 0.004 7.06E-07 3 1
Testis C6orf52 0.044 0.006 3.35E-14 3 1
Testis CTD.2235C13.2 0.041 0.007 2.00E-08 1 1
Testis DHX34 -0.018 0.004 9.92E-07 2 1
Testis FAM182B -0.046 0.008 8.41E-09 2 1
Testis GCNT4 -0.029 0.004 5.73E-14 3 1
Testis GINS3 0.035 0.007 2.85E-06 2 1
Testis HTR5BP -0.014 0.003 6.99E-07 4 1
Testis LINC00395 0.026 0.005 1.09E-08 2 1
Testis LINC00610 0.021 0.003 3.06E-14 2 1
Testis LINC01047 0.018 0.003 5.62E-08 3 1
Testis MYBPHL 0.018 0.003 3.11E-09 3 1
Testis OPN3 -0.045 0.006 7.97E-14 2 1
Testis PLEC 0.034 0.007 4.61E-07 2 1
Testis PSRC1 0.096 0.012 7.41E-15 2 1
Testis RHD 0.025 0.005 3.77E-07 1 1
Testis RP11.123G9.1 0.038 0.007 1.16E-07 3 1
Testis RP11.229C3.2 -0.039 0.006 9.47E-12 2 1
Testis RP11.347H15.5 -0.041 0.007 3.50E-10 3 1
Testis RP3.465N24.5 0.029 0.006 6.94E-07 1 1
Testis RP4.564F22.5 -0.040 0.004 4.94E-22 2 1
Testis SDHDP6 0.033 0.007 2.80E-06 1 1
Testis SNORD3D -0.021 0.004 6.05E-09 3 1
Testis SYPL2 -0.019 0.002 1.98E-15 4 1
Testis ZNF417 -0.038 0.008 2.41E-06 2 1
Thyroid AC078899.3 -0.018 0.003 3.58E-07 2 1
Thyroid ANKDD1B 0.085 0.016 1.60E-07 1 1
Thyroid C19orf40 -0.029 0.006 1.75E-07 3 1
Thyroid CD80 0.042 0.008 3.10E-07 3 1
Thyroid CERS1 0.072 0.013 3.13E-08 1 1
Thyroid CHKB -0.029 0.006 1.42E-06 3 1
Thyroid CTB.171A8.1 -0.030 0.003 6.31E-19 6 1
Thyroid DIP2A -0.065 0.007 4.04E-20 4 1
Thyroid DNAJC9.AS1 -0.026 0.005 1.54E-06 3 1
Thyroid FADS1 -0.082 0.017 7.99E-07 1 1
Thyroid GTF2H2C 0.063 0.007 5.92E-19 2 1
Thyroid HSD3B7 -0.049 0.008 9.52E-11 2 1
Thyroid INHA 0.069 0.011 2.06E-09 2 1
Thyroid LINC00339 0.019 0.004 2.83E-06 5 1
Thyroid LRRC37BP1 -0.028 0.004 1.71E-11 2 1
Thyroid PLEC 0.031 0.005 1.53E-09 3 1
Thyroid PSRC1 0.047 0.007 2.80E-12 3 1
Thyroid PTCSC3 -0.023 0.004 3.08E-09 2 1
Thyroid QSOX1 -0.029 0.006 2.67E-07 3 1
Thyroid RHD 0.022 0.004 1.11E-09 3 1
Thyroid RNU6.322P -0.041 0.006 2.23E-12 2 1
Thyroid RP11.1042B17.3 0.023 0.004 7.72E-11 3 1
Thyroid RP11.282O18.3 0.037 0.006 6.49E-09 3 1
Thyroid RP11.526I2.1 -0.056 0.011 9.35E-08 2 1
Thyroid RP11.54O7.17 -0.041 0.009 2.22E-06 2 1
Thyroid RP11.731D1.4 -0.059 0.009 3.11E-11 2 1
Thyroid RP11.848P1.9 -0.065 0.011 8.59E-09 2 1
Thyroid RP4.564F22.5 -0.030 0.003 3.37E-18 4 1
Thyroid RP4.781K5.7 0.021 0.004 1.02E-07 2 1
Thyroid RP5.1160K1.6 -0.111 0.020 1.60E-08 1 1
Thyroid SEC23B 0.088 0.011 1.25E-15 2 1
Thyroid SHF 0.042 0.009 1.16E-06 2 1
Thyroid SPIRE2 -0.026 0.006 1.67E-06 4 1
Thyroid SYPL2 -0.041 0.007 6.99E-10 1 1
Thyroid TAS2R5 0.040 0.007 4.51E-09 2 1
Thyroid TMEM246 -0.018 0.003 1.08E-07 4 1
Thyroid TRIM60P18 0.045 0.008 5.10E-08 2 1
Thyroid ZNF860 0.035 0.007 2.02E-07 3 1
Thyroid ZNF93 0.017 0.004 1.87E-06 4 1
Uterus CES1P1 0.025 0.005 3.44E-07 2 1
Uterus TTC18 -0.025 0.005 1.23E-06 2 1
Vagina ABO -0.034 0.006 1.60E-08 1 1
Whole_BloodC7orf25 -0.037 0.005 3.69E-15 3 1
Whole_BloodCHKB -0.032 0.006 2.82E-07 2 1
Whole_BloodDPY19L1 0.105 0.021 6.34E-07 2 1
Whole_BloodFADS2 0.011 0.002 8.56E-07 3 1
Whole_BloodPLEC 0.038 0.008 4.28E-07 2 1
Whole_BloodPSRC1 0.102 0.015 1.64E-11 2 1
Whole_BloodRP11.834C11.4 -0.053 0.007 2.11E-14 2 1
Whole_BloodRP3.465N24.5 0.025 0.005 1.71E-07 2 1
Whole_BloodSDHDP6 0.036 0.007 6.18E-07 1 1
Whole_BloodSLC41A3 0.035 0.007 1.04E-07 3 1
Whole_BloodTPM3P9 0.031 0.006 9.93E-07 2 1
Whole_BloodZNF589 0.025 0.004 3.16E-09 3 1
